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Fig. S1: WM164 cells express high levels of PTEN
Melanoma lines were grown to 60% confluence and synchronized with 3mM hydroxyurea
for 16-18 hrs. Cells were harvested at the time of release and at the indicated times. After
fractionation, equal amounts of protein were run on SDS-PAGE, transferred to membranes
and immunoblotted with specific anti-AKT and phospho-AKT antibodies.



Densitometry Fig. 5: A375S2 PTEN
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Fig. S2

Densitometry Fig. 5: SKmel28 PTEN
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Fig S2: Densitometry of PTEN band from Fig. 5. A: A375S2 B: SKmel28. Digital bands
were analyzed with ImageJ (NIH) and measured areas were defined as absolute intensity. These
numbers were turned into relative intensity by calculating the percent of each band. The mean
from multiple experiments was used to plot the graph. Error bars are standard error calculated
from the standard deviation.
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Densitometry Fig. 6B pY15 (-tet)
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Fig. S4

Densitometry Fig. 6A pY15
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Fig. S3

Fig S3 and S4: Densitometry of pY15 band from Fig. 6A and Fig 6B. Digital bands were analyzed
with ImageJ (NIH) and measured areas were defined as absolute intensity. These numbers were turned
into relative intensity by calculating the percent of each band. The mean from multiple experiments was
used to plot the graph. Error bars are standard error calculated from the standard deviation. In Fig S4,
the DRB treatment is only applicable from time 6h.


